








III. DISCUSSION

A. 755 . uatent

~fendants first contend that Natera fails to plausibly allege that the accused products
perform the claim limitation “amplifying at least 1000 polymorphic loci relating to cancer-
associated ane _ oidy.” (755 pa  at 197:37-38) Natera alleges that the accused assay, as
described in Defendants’ Gale publication, targets “hotspots and entire coding regions” from 35
genes, for amplification and analysis, including four genes tested for copy number variants
(“C  Vs”), a cancer-associated aneuploidy. (D.I. 13 Ex. 3 at 14) Natera alleges the “entire
codii regions” of the four genes contain more than 1000 polymorphic loci and, in this way, the
claim limitation is satisfied. (See id. at 19-21) Defendants insist that Natera has “misinterpreted
the Gale publication,” which, in Defendants’ view, discloses that only “hotspots™ — but not
“entire coding regions” — are amplified for the genes tested for CNVs. (See D.I. 17 at 5-8) In
the present procedural posture, the Court will not dismiss a patent infringement claim based on
Defendants’ contested reading of the Gale publication. (See generally D.I. 18 at 7-13) At this
early stage, it appears that both parties are able to identify disclosures in the Gale publication
(and the accompanying supplemental materials) that plausibly support their competing
inferences. (See D.I. 17 at 6-7; D.I. 18 at 8-13; D.I. 19 at 2-6) In evaluating the pending motion
to dismiss, the Court must resolve competing inferences in Natera’s favor. See In re Bill of

Lading Transmission & Processing Sys. Patent Litig., 681 F.3d 1323, 1340 (Fed. Cir. 2012).!

! Despite their contentions, Defendants have not identified “irreconcilable internal
inconsistencies” in the first amended complaint. (D.I. 17 at 7) Nor does the first amended
comp at “affirmatively show no infringement.” (I/d.)



.. .fendants next contend that Natera fails to plausibly allege that the accused products
the claim limitation of “using the nucleic acid sequence data to ge1  ate phased allelic
data.” (’755 patent at 197:45-46) Relying on Defendants’ Forshew and Gale publications, the
first amended complaint alleges that the accused products “use the nucleic acid sequence data to
generate phased allelic data for the set of polymorphic loci on each of the plurality of
chromosomes or chromosome segment.” (D.I. 13 Ex. 3 at 22, 25) Defendants counter that the
terms “phasing” and “phasing data” require “determining the ‘haplotype’ for an individual,” and
that the publications Natera relies upon have “nothing to do with the claim limitation at issue.”
(D.I. 17 at 8) This contention implicates a claim construction dispute, which the Court will not
resolve in connection with a motion to dismiss. See Nalco Co. v. Chem-Mod LLC, 883 F.3d
1337, 1349 (Fed. Cir. 2018); see also D.I. 18 at 13-16) Additionally, whether the assay
described in the Forshew and Gale publications performs this claim limitation under Defendants’
construction presents an issue of fact. Defendants’ argument, thus, does not provide a basis for
dismissing Natera’s infringement claim.
scordingly, tt  Court will deny . cfendants’ »tiontodi  ssthe claimsthat r
accused products infringe the *755 patent.
B. >709 Patent
Defendants contend that the first amended complaint fails to plausibly allege that the
accused products perform the claim limitation requiring amplifyir ~ “at least 50 ta=~~t loci.”
(’709 patent at 237:39-40) For this contention, Defendants point to the f that Natera relies
on for its infringement allegations, which discloses “markers from 37 genes,” arguing that
“Natera’s extrapolation of 37 genes into over 50 loci, as the claims recite, is unfounded.” (D.I.

17 at 11-12) The first amended complaint alleges that “[e]ach of the 37 genes analyzed in the



) odi scc | seshw =  tothousar * of varias ..., theacci [products
amplify at least 50 of these variants as target loci.” (D.I. 13 Ex. 4 at 4) At this stage, the Court
] no basis not to credit as plausible the allegation that these 37 genes may plausibly comprise
over 50 target loci.

Defendants also contend that Natera’s reliance on the Forshew publication, to all. - that
the “melting temperature” limitation of the *709 patent is met, renders the *709 patent
“necessarily invalid since the Forshew publication predates the *709 patent’s earliest possible
. lority date.” (D.I. 17 at 13) A patent is invalid as anticipated if “a single prior art reference
discloses each and every limitation of the claimed invention.” Schering Corp. v. Geneva
Pharms., Inc., 339 F.3d 1373, 1377 (Fed. Cir. 2003). Natera’s first amended complaint does not
allege that the Forshew publication discloses each and every limitation of the method claimed in

7709 patent. Nor does the allegation that the accused products utilize the eTam-Seq method
that was “described” in the Forshew publication necessarily indicate that the Forshew publication
discl :seach and every] tation of the method claimed in the *709 patent. (See ._.I. 18 at 18-
19) Defendants’ invalidity theory may be the subject of evidentiary proceedings as this case
moves forward but it does not provide a meritorious basis on which to dismiss Natera’s claims of
infring,  ient.?

Accordingly, the Court will deny Defendants’ motion to dismiss the claims that their

accused products infringe the *709 patent.

? Defendants’ indefiniteness-related and claim construction arguments (see, e.g., D.L. 17 at 2)
kewise provide no basis for the relief they seek in their motion. (See also C.A. No. 20-125 D.I.
243 at 10-12) (rejecting, in related litigation, indefiniteness argument)



For the foregoing reasons, the Court will deny Defendants’ motion to dismiss (D.L. 16).

An appropriate o =~ follows.
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NATERA, INC,,
Plaintiff,
V. C.A. 1.21-56
INIVATA, INC. and INIVATA LTD., ‘

Defendants.

ORDER
At Wilmington this 14th day of March, 2022:
For the  sons set forth in the Memorandum Opinion issued this date,

IT IS HEREBY ORDERED that Defendants’ motionto di  ss (D.I. 16) is DENIED.



