



































out that 1tera’s | tto cons t cle “contig L Otion” without
the language “of mutations” “makes little sense” in light of Nat. s proposed construction which
lists various types of mutations. Id at 75. Natera’s proposed construction would introduce
lundancy into the claims and render the “of mutation” language in the claims meaning s. The
Court  ees with Invitae that, if it adopted Natera’s construction, it would render the language “of
itations” redundant, which is disfavored. See, e.g., Chalumeau Power Sys. LLC v. Alcatel-
Lucent, No. 11-1175-RGA, 2013 WL 5913849, at *4 (D. Del. Oct. 30, 2013) (rejecting proposed
construction of claim term “type of device” where the proposed construction rendered language in
a later portion of the claim “redundant™). For the above reasons, the Court will construe the claim
term “contig:reference descriptions of mutations.”
Next, the Court will address the merits of each of the parties’ proposed constructions set
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D.I. 77 at 76-77. Natera responds that there is no cla  differentiation problem. Natera asserts
that claim 1 of the 799 patent provides information about the existence and position of matches,
mismatches, deletion, and/or insertions for the bases in a sequence read relative to the reference.
Dependent claim 8 of the *799 patent requires the additional step of identifying the mutations, i.e.,
which nucleotide is substituted for which. D.I. 72 at 69-70.

The Court agrees with Invitae that there is no requirement that “contig:reference
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descriptions of mutations,” “read:contig descriptions,” and “read:reference descriptions” include
the position and variant infor ition stated in Natera’s proposed construction. Natera’s

construction improperly ni 'ws these claim terms by its use of the word “existence” in its

propo: | constructions. Natera’s proposed construction requires “contig:reference descriptions of
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mutations,” “read:contig descriptiot  ”a ~ “read:reference descriptions” ¢l  t tor only
incl ~ information about the mutation but also the position and the type of mutation. The intrinsic
evie € it support Na  a’s prop ictions.

Natera’s proposed constructions render dependent claim 8 of the *799 patent superfluous.
Nat:  contends that dependent claim 8 of the ’799 patent requires an “additional step” to identify
which nucleotic is ibstituted for which. D.I. 72 at 69-70. But, one must know which nucleotide
is substituted for which to know anything about “the position and the existence of matches,
mismatches, deletions, and/or insertions.” For the above reasons, the Court will adopt Invitae’s
proposed constructions for the following claim terms: “contig:reference descriptions of
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mutations,” “read:contig descriptions,” and “read:reference descriptions.”
For the claim terms “reference alignment” and “sequence read alignments,” Natera

proposes nearly identical constructions. Natera alleges that the specification treats “alignment”

and “descriptions” interchangeably; thus, Natera proposes the same construction for all
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“combining the reterence alignment and the
sequence read alignments” (the *308 patent)

Agreed-' man {anctenation
1otyping” (the 308 patent) e to
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